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(c) an isolated nucleic acid molecule that encodes a polypeptide having disintegrin 
activity and that hybridizes to either strand of a denatured, double-stranded DNA comprising a 
nucleic acid sequence of (a) under hybridization conditions of 50 C A formamide and 6XSSC, at 
42°C with washing conditions of 68°C, 0.2X SSC, 0.1% SDS: and 

(d) an isolated nucleic acid molecule degenerate from SEQ ID NO:7, SEQ ID NO:8, 
and SEQ ID NO:9 as a result of the genetic code. 

13 (amended). An isolated disintegrin polypeptide comprising an amino acid sequence selected 
from the group consisting of SEQ ID NO: 12, SEQ ID NO. 13, SEQ ID NO: 14, and amino acids 
389 through 491 of SEQ IDNO:12. 

Please add new claims 45-68 as follows: 

45 (NEW). The isolated polypeptide of claim 4 further comprising an amino acid sequence 
selected from the group consisting of amino acids 1 through 15 of SEQ iD NO: 12, amino acids 16 
through 188 of SEQ ID NO:12, amino acids 189 through 388 of SEQ ID NO:12, amino acids 492 
through 675 of SEQ ID NO: 12, amino acids 676 through 698 of SEQ ID NO: 12, amino acids 699 
through 766 of SEQ ID NO: 12, amino acids 699 through 787 of SEQ ID NO: 13, and amino acids 
699 through 820 of SEQ ID NO: 14. 

46 (NEW). The isolated polypeptide of claim 4 further comprising the amino acid sequence of 
a polypeptide selected from the group consisting of a poly-His peptide, a FLAG peptide, a peptide 
linker, a leucine zipper domain, and an Fc polypeptide. 

47 (NEW). The isolated polypeptide of clann 4 comprising amino acids 389 through 49 1 of 
SEQ ID NO: 1 2. 

48 (NEW). The isolated polypeptide of claim J- comprising SEQ ID NO: 12. 
4') ( \F\V> The isolated polypeptide of claim 4 eompriMm* SFO ID NO: 1 ^ 
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51 (NEW). The isolated disintegrin polypeptide of claim 13 comprising amino acids 389 
through 491 of SEQ ID NO: 12 and further comprising an amino acid sequence selected from the 
group consisting of amino acids 1 through 15 of SEQ ID NO: 12, amino acids 16 through 188 of 
SEQ ID NO: 12, amino acids 189 through 388 of SEQ ID NO: 12, amino acids 492 through 675 of 
SEQ ID NO: 12, amino acids 676 through 698 of SEQ ID NO: 12, ammo acids 699 through 766 of 
SEQ ID NO: 12, amino acids 699 through 787 of SEQ ID NO: 13, and amino acids 699 through 
820 of SEQ ID NO: 14. 

52 (NEW). The isolated disintegrin polypeptide of claim 13 further comprising the amino acid 
sequence of a polypeptide selected from the group consisting of a poly-His peptide, a FLAG 
peptide, a peptide linker, a leucine zipper domain, and an Fc polypeptide. 

53 (NEW). A polypeptide having disintegrin activity and encoded by a recombinant nucleic 
acid, wherein the polypeptide is expressed by a method comprising culturing a host cell 
comprising said recombinant nucleic acid under conditions promoting expression of the 
polypeptide, and wherein said recombinant nuclex acid comprises a nucleotide sequence 
encoding the polypeptide and selected from the group consisting of: 

(a) SEQ ID NO:7, SEQ ID NO:8, ana SEQ ID NO:9; 

(b) a nucleotide sequence encoding an amino acid sequence comprising a sequence 
selected from the group consisting of amino acids 389 through 491 of SEQ ID NO: 12, SEQ ID 
NO:12, SEQ ID NOT3, and SEQ ID NO:i4; 

(c) a nucleotide sequence that encodes a polypeptide having disintegrin activity and 
that hybridizes to either strand of a denatured, double-stranded DNA comprising a nucleotide 
sequence of (a) under hybridization conditions of 5() r f form amide and 6XSSC, at 42°C with 
washing conditions of 68 (\ 0.2X SSC\ 0. i v '< SDS: and 

(d) a nucleotide sequence degenerate from SEQ ID NO:7. SEQ ID NO:S. and SEQ ID 
NO:9 as a result of the izenetic code. 



54 (NEW). The polypeptide of claim 53, wherein the polypeptide is expressed by a method 
further cnmpT"Nin tT pnrifvim 1 The expre^ed pnlvpeptide 
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55 (NEW). The polypeptide of claim 53, wherein the polypeptide is expressed by a method 
comprising culturing a host cell selected from the group consisting of bacterial cells, yeast cells, 
plant cells, and animal cells. 

56 (NEW). The polypeptide of claim 55, wherein the polypeptide is expressed by a method 
comprising culturing a mammalian host cell. 

57 (NEW). The polypeptide of claim 53 having a molecular weight selected from the group 
consisting of approximately 86,983; 89,459; and 92,781 Daltons as determined by SDS-PAGE. 

58 (NEW ). The polypeptide of claim 53 in non-glycosylated form. 

59 (NEW). The polypeptide of claim 53, wherein the polypeptide further comprises the amino 
acid sequence of a polypeptide selected from the group consisting of a poly-His peptide, a FLAG 
peptide, a peptide linker, a leucine zipper domain, and an Fc polypeptide. 

60 (NEW). An isolated polypeptide having disintegrin activity and having at least 80% amino 
acid identity with at least 30 contiguous amino acids of amino acids 389 through 491 of SEQ ID 
NO:12. 

61 (NEW). The isolated polypeptide of claim 60, wherein the polypeptide has at least 90% 
amino acid identity with at least 30 contiguous amino acids of amino acids 389 through 491 of 
SEQ ID NO: 12. 

62 (NEW). The isolated polypeptide of chum 60, wherein the polypeptide has at least 95'y 
amino acid identity with at least 30 contiguous amino acids of amino acids 389 through 491 of 
SEQ ID NO: 12. 

63 (NEW). The isolated polypeptide of claim 60, wherein the polypeptide has at least 9S r i 
amino acid identitv with at least 30 contiguous amino acids of amino acids 3S9 through 4°1 of 

(> -1 i N E\\ i I he iso hi ted pol \ peptide ot ^ lai m N ). w heiei n the pol \ peptide comprises at least 2» 1 
contiguous annuo acids of ammo acids ^SO through 4° I ot SEO ID N( V I 2 
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65 (NEW). The isolated polypeptide of claim 60, wherein the polypeptide comprises at least 30 
contiguous amino acids of amino acids 389 through 491 of SEQ ID NO: 1 2. 

66 (NEW). The isolated polypeptide of claim 60, wherein the polypeptide further comprises an 
amino acid sequence selected from the group consisting cf amino acids 1 through 15 of SEQ ID 
NO: 12, amino acids 16 through 188 of SEQ ID NO: 12, amino acids 189 through 388 of SEQ ID 
NO: 12, amino acids 492 through 675 of SEQ ID NO: 12, amino acids 676 through 698 of SEQ ID 
NO: 12, amino acids 699 through 766 of SEQ ID NO: 12, amino acids 699 through 787 of SEQ ID 
NO: 13, and amino acids 699 through 820 of SEQ ID NO: 14. 

67 (NEW). The isolated polypeptide of claim 60. wherein the polypeptide further comprises an 
amino acid sequence having at least 80% amino acid identity across the length of an amino acid 
sequence selected from the group consisting of amino acids 1 through 15 of SEQ ID NO: 12, 
amino acids 16 through 188 of SEQ ID NO:12, ammo acids 189 through 388 of SEQ ID NO:12, 
amino acids 492 through 675 of SEQ ID NO: 12, amino acids 676 through 698 of SEQ ID NO: 12, 
amino acids 699 through 766 of SEQ ID NO: 12, amino acids 699 through 787 of SEQ ID NO: 13, 
and amino acids 699 through 820 of SEQ ID NO: 14. 

68 (NEW). The isolated polypeptide of claim 60, wherein the polypeptide further comprises 
the amino acid sequence of a polypeptide selected from the group consisting of a poly-His 
peptide, a FLAG peptide, a peptide linker, a leucine zipper domain, and an Fc polypeptide. 



The title has been amended to better reflect the elected subject matter. 

Non-elected claims 1-3, 7-12, and 14-44 have been canceled, claims 4 and 13 have been 
amended, and claims 45-68 have been added. The amendments to claims 4 and 13 and the 

addition of" new claims does not add new matter: support for the amendments can be found in the 



30. line 1 and at page 33. lines 1 3 through 30; support tor ckums 40. 32. 3 l >. t md 0;s can be touml 
at paw 3b. lines s through I I and at paw 2 ( >. line 13 through paw 3.v line 0: ami support for 
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